Case Report
case rePort
A 47-year-old Portuguese male who had lived in Panama for the past 4 years, was diagnosed with HIV infection in October 2016 at Stage C3 with 98 cells/µL. By then, he was diagnosed with pneumocystosis, cytomegalovirus pneumonitis, and oropharyngeal candidiasis. Later, antiretroviral therapy was initiated with virologic response and 125 cells/µL after 4 weeks. In January 2017, he was hospitalized again with gastrointestinal symptoms and fever. Abdominal computed tomography scan showed homogenous hepatomegaly and multiple retroperitoneal adenopathies. He had an erythrocyte sedimentation rate of 97 mm/h. The main diagnostic hypotheses included disseminated tuberculosis, nontuberculous mycobacterial (NTM) infection, lymphoproliferative disorder, and immune reconstitution inflammatory syndrome. At the 10 th day of admission, an exploratory laparoscopy was performed. The histopathology of a lymph node and epiploon revealed multiple necrotizing granulomas with positive Ziehl-Neelsen (ZN) staining. The hepatic biopsy revealed granulomas. Mycobacterial cultures were positive in all the abdominal samples including peritoneal fluid. Bone marrow, blood, and sputum cultures for mycobacteria were negative. The patient was started on treatment with clarithromycin, rifabutin, and ethambutol as soon as the ZN stain was positive. M. colombiense was identified in the lymph node by partial sequencing of the 16S rRNA, hsp65, and rpoB genes as previously described (Kim et al., 1999; Lane, 1991) . [2] The lymph node was processed by the conventional mycobacteriological NaOH-NALC method, and aliquots were collected for ZN staining and DNA extraction using the QIAamp DNA mini kit (QIAGEN, GmbH, Hilden, Germany), according to the manufacturer's instructions, and inoculation of Mycobacterium colombiense is a newly recognized member of the Mycobacterium avium complex, and only a few cases of infections caused by this pathogen have been reported. We present an imported case of disseminated disease caused by M. colombiense in an HIV patient in early February 2017. This is an open access journal, and articles are distributed under the terms of the Creative Commons Attribution-NonCommercial-ShareAlike 4.0 License, which allows others to remix, tweak, and build upon the work non-commercially, as long as appropriate credit is given and the new creations are licensed under the identical terms. 
dIscussIon
Species of the M. avium complex are the most frequently isolated NTM species from human infections causing pulmonary, skin, soft-tissue, and disseminated diseases. MAC comprises more than ten species or subspecies, and disseminated disease commonly occurs in immunocompromised patients, especially those with impaired cell-mediated immunity. [3] M. colombiense is a slow-growing, acid-fast rod first isolated in 2006 by Murcia et al. from the sputum and blood samples from four Colombian patients with HIV infection. Both M. colombiense and M. avium yield a positive result on the most widely used identification laboratory procedures that are considered gold standard for MAC complex, namely the AccuProbe MAC identification assay. Therefore, sequencing analysis of targets such as 16S rRNA, hsp65, and rpoB genes and 16S-23S rDNA internal transcribed spacer or combination of these in a multigene approach has shown to be necessary for species determination. The hsp65 gene polymorphism analysis pattern and the 16S rRNA gene are unique to M. colombiense, and the latter is considered the gold standard molecular marker. [4] Few studies have reported minimum inhibitory concentrations (MICs) for the commonly used antimycobacterial agents against M. colombiense. A recent report showed that clarithromycin, moxifloxacin, rifabutin, amikacin, and ciprofloxacin are active against M. colombiense, with MICs comparable to those of closely related species of MAC. [5] However, bacteremia due to M. colombiense was associated with a higher 30-day mortality (75%, n = 4) and HIV coinfection with severe immunodepression (CD4 count ranged from 2 to 136 cells/µL). [6] Due to the limited number of cases reported, it is difficult to conclude if M. colombiense is more virulent than other members of MAC. Even so, the results of an animal study showed that mice infected with M. avium had higher bacterial burdens than animals infected with M. colombiense, indicating a higher virulence of M. avium. [7] The most important stage of the treatment for disseminated MAC disease in HIV patients is controlling the HIV disease with antiretroviral therapy. [8] Initial therapy should include a macrolide plus ethambutol and should be maintained until symptoms resolve and cell-mediated immune reconstitution occurs. [9] Adding a third drug to the treatment may be necessary in some patients, and it has been demonstrated that adding rifabutin to the combination of clarithromycin and ethambutol improves survival. [10] We treated our patient with clarithromycin 1000 mg/day, rifabutin 300 mg/day, and ethambutol 1200 mg/day for 20 months with good clinical response.
Involvement of the peritoneum by MAC is very rare and occurs more frequently in HIV patients with a CD4 cell count <100 cells/mL. It is usually a late manifestation of a disseminated infection, and the mortality can be as high as 50%. [3] In summary, we diagnosed and managed a M. colombiensedisseminated disease in a HIV patient with extensive abdominal involvement, in which correct identification of the mycobacterial strain was essential for deciding the treatment, showing that molecular diagnostic methods are useful tools for the identification of rare NTM species.
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